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INTRODUCTION

Breast cancer (carcinoma mammae) is a cancer 
that occurs in breast tissue, is the most common 
cancer in female.1 Breast cancer is a disease with 
the highest mortality rate in the world and number 
two cause of death after cardiovasculer disease.2,3 
Incidence of breast cancer continues to rise and 
more common in grade or advanced stage and 
metastatic conditions. Increasing the number of 
incidents also occurred in Indonesia, especially in 
Bali and more than 70% of breast cancer patients 
came to Sanglah General Hospital be on advanced 
stage and afer metastatic condition.4,5

Metastatic cancer is a process of migration of cancer 
cells into the surrounding tissue.6,7 Cancer metastatic 
is a major cause of increased mortality and morbid-
ity in patients with breast cancer. The prevalence of 

metastatic breast cancer is quite high about 1.5% per 
year and is one of the factors increasing mortality with 
a low cure rate of approximately 30%.8,9

Development and metastatic of breast 
cancer was multifactorial process due to an 
accumulation of changes in both genetic and 
non-genetic (epigenetic).9,10 Involvement of a 
gene in pathogenesis of breast cancer has been 
widely linked. This group of genes are metalo-
proteinases (MMPs), especially MMP-9 gene.9,10 
Polymorphisms in the MMP-9 gene promoter can 
affect gene transcription and is associated with the 
expression or activity of enzymes and is very useful 
for assessing the progression and help predict 
metastatic and prognosis of breast cancer patients 
at this ethnic.11,12,13,14

ABSTRACT

Background: Metastatic breast cancer is a cancer which grows and 
develops in other tissues or organs with the nature and type of cancer 
similar to its origin. The prevalence of metastatic breast cancer is quite 
high increase in the overall incidence rate of approximately 1.5% 
per year. Cancer metastatic is one of the factors increasing mortality 
and morbidity in patients with a low cure rate (30%). Evidence 
suggests that breast cancer is affected by genetics and non-genetics 
(epigenetic). Gene promoter polymorphisms of MMP-9 is one of 
the genetic factors that play a role in breast cancer metastatic. This 
research was conducted with the aim of whether the polymorphism 
C-1589T and G-1665A on MMP-9 gene promoter and high levels are a 
risk factor for breast cancer metastatic. 
Methods: This research has been done with cross sectional and case 
control study. Sixty six patient of breast cancer devided in two groups, 
thirty three with metastatic used as a samples and thirty three without 
metastatic used as a controls. PCR and sequencing techniques were 
used to presence of polymorphism and ELISA techniques used to 
determined levels of MMP-9 enzyme. 

Results: The research found C-1589T polymorphism (genotype-CT) and 
G-1665A (genotype-GA) and also with both genotype-CT and genotipe-
GA (genotype-CT/GA). Genotypes were found to be associated with the 
occurrence of breast cancer by 51%. C-1589T polymorphism (genotype-
CT) and G-1665A polymorphism (genotype-GA) increased levels of 
MMP-9 but were not risk factor for breast cancer metastatic (OR= 1.61; 
95% CI= 0.41-6.34; p= 0.367) and (OR= 1.86; 95%CI= 0.62-5.61; p= 
0.204). While polymorphism with both genotype (genotype-CT/GA) 
increasing levels of MMP-9 and indicated risk factor for breast cancer 
metastatic (OR= 8.62; CI95%= 0.99-74.57: p=0.027). 
Conclusions: Polymorphism with genotype-CT, genotype-GA 
and genotype-CT/GA found about 51% on breast cancer Balinese 
Tribe. Enzyme levels found to be higher in cases than in controls but 
not significantly different. Polymorphism with genotype-GA and 
genotype-CT increase levels of MMP-9 enzyme but not as risk factor 
for metastatic cancer while genotype-CT/GA increases levels of the 
enzyme MMP-9 and as a risk factor for breast cancer metastatic in 
Balinese Tribe. 
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MATERIALS AND METHODS

Cross sectional and case-control design used 
in this study. Seventy samples were used in the 
cross-sectional and sixty samples were used in the 
case-control (thirty three cases and thirty three 

controls).15,16 PCR and sequencing techniques were 
used to determine the polymorphism and ELISA 
was used to measure levels of MMP-9 enzyme.17 
Sampling and histopathology analysis were done in 
Anatomical Pathology at Sanglah General Hospital, 
Denpasar Bali. DNA isolation, amplification, puri-
fication and ELISA were done at Biochemistry 
Departement Faculty of Medicine Udayana 
University in Denpasar and Sequencing was done 
at the Laboratory of Genetica Science, Jakarta. 

RESULT

Seventy subject were used in this study. All of this 
subject are female and there were 35 to 65 years old. 
Polymorphism with genotype-CT, genotype-GA 
and genotype-CT/GA found about 51% on breast 

Table 1  �Characteristics of Cross Sectional Research Subjects
Variables Total Samples (70) Percentage (%)

Age (Years)

35-40 14 20

41-55 48 69

55-65 8 11

Height (Cm)

150-160 61 87

161-170 9 13

Weight (Kg)

36-55 26 37

56-65 38 54

66-80 6 9

Gender

Woman 70 100

Marriage Status

Married 61 87

Not Married 9 13

Level MMP-9 (ng/mL)

<50 14 20

>50 56 80

Grading Histologi

I 2 3

11 23 33

III 45 64

Stage of Cancers

IIA 4 6

11B 2 3

III A 3 4

IIIB 40 57

IIIC 3 4

IV 18 26

Livovcisculcir Invission (LVI)

+ 33 47

- 37 53

Table 2  �Polymorphisms of MMP-9 
Promoter Gene Distribution in 
Subject

Polymorphisms Amount
Percentage 

(%)

C-1589T 10 14

G-1665A 18 26

C-1589T dan 
G-1665A

8 11

With 
polymorphism

36 51

Without 
polymorphism

34 49

Total Subjects 70 100

Table 3  �Haplotypes of MMP-9 Gene 
Promoter

Polymorphism Genotipe Haplotipe
f 

(n = 70) %

C-1589T CC CC/CC 60 86

CT CC/CT 10 14

AleIC 0,91

AlelT 0,10

G-1665A GG GG/GG 52 74

GA GG/GA 18 26

AlelG 1

Alel A 0,14

C-1589T dan 
G-1665A

CT dan 
GA

CT/GA 52 11

f = frequency
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cancer Balinese Tribe. Found different haplotypes 
in this subject. This haplotypes are; haplotype CC/
CC, CC/CT,GG/GG, GG/GA and haplotype CT/
GA. Polymorphisms were found in this study were 
in Hardy-Weinberg Equilibrium (HWE).

Polymorphism with genotype-CT, genotype-GA 
and genotype-CT/GA found about 55% on breast 
cancer Balinese Tribe

Polymorphism with genotype-CT/GA increases 
MMP-9 enzyme levels are highest and are risk 
factors for breast cancer metastatic compared with 

genotype-CT and genotype-GA (OR = 8.615; 95% 
CI 0.99 - 74.57: p = 0.027).

Statistical analysis using Chi-square test with 
a confidence interval of 95% (p <0.05, significant 
p-value in bold.

DISCUSSIONS

Metastatic cancer is one of the factors increasing 
mortality and morbidity in patients with breast 
cancer. Cure rates of metastatic of breast cancer 
approximately within 30%.18,19 Found of early-stage 
cancer is a very important factor both of handling, 
prevention of metastatic and patient treatment 
costs.

Founded subjects diagnosed with breast cancer 
in this study were aged between 35-65 years, but 
the greatest number of aged 41-50 years (52%). Age 
affects a person’s risk of breast cancer. It is believed 
to be related with hormonal status because length to 
exposure of estrogen and progesterone hormones 
affect the breast tissue proliferation and other risk 
exposures that require a long time able to induce 
this cancer.20,21.

More samples are diagnosed on advanced stage 
(grade II and III) which is about 90% and most 
already metastatic to limfenody. This indicates 
there is delay in diagnosis. Delayed diagnosis can 
be caused by many factors, among others; igno-
rance about how to determine of cancer early, 
lazy to done for early detection of breast cancer 
and minim of infrastructure for screening to early 
detection of cancer.7 Size of cancer was diagnosed 
are variety from T2 - T4. T4 sizes was found most 
(86%). The size of the cancer is also associated with 
late diagnosis, because the longer of the cancer is 
diagnosed, it will provide an opportunity for the 
cancer cells to grow or expand, although the size of 
the cancer/tumor is not significant for this tumor 
malignancy.5,7,22 

C-1589T polymorphism (genotype-CT), 
G-1665A polymorphism (genotype-GA) and poly-
morphism with two genotypes (genotypes-CT/
GA) were found to be 51%. This gives mean that 
the polymorphism contributes 51% in the occur-
rence of breast cancer and of this metastatic cancer. 

Table 4  �Distribution Polymorphisms of MMP-9 Gene Promoter in Cases and controls

Para Meter Amount

Polymorphism

With Poymorphism Without Poymorphism TotalC-1589T G-1665A CTdanGA

Control 33 4 7 1 12 21

Cases 33 6 11 7 24 9

Amount 10 18 8

Total 36 30 66

Table 5  Characteristics Case Control Research Subjects

Variable

Cancer  
Metastasis  

n = 33

Cancer Without 
Metastasis  

n = 33 P

Age (years) 46.45 ± 6,17 46.78 ± 7.64 0.082

Height (cm) 158 ± 4.47 157.58 ± 3.78 0.262

Weight (kg) 57.55 ± 10,01 57.88 ± 6.86 0.076

MMP-9 Level (ng/mL) 52.27 ± 2,83 51.88 ± 2.33 0.248

Marriage Status

No Marriage 26 31 0.129

Marriage 7 2

a. 2 cells (50%) have expected less than 5 minimum expected count is 4.00
b. Computed only for a 2 x 2 table
Difference analysis of variables between the cases and controls for age, height, weight, levels of 
MMP- 9 and mariage status but no significantly different (p> 0.05).

Tabel 6  �Relationship C-1589T and G-1665A Polymorphisms with 
Levels of MMP-9 and Metastatic

Variable

Group

OR

95%CI

PMetastasis Non Metastasis Lower Upper

C-1589T 6 (21,21) 4 (18.18 1.61 0.410 6.337 0.367

G-1665A 11 (33.33) 7 (11.11) 1.86 0.615 5.605 0.204

C-189T and

G-1665A 7 (21,21) 1 (3.03) 8.62 0.995 74,574 0.027

MMP-9 Level

High 18 11 2.40 0.87 6.50 0.068

Low 15 22
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Levels of the MMP-9 enzyme was found to average 
higher in cases than in controls, but not signifi-
cantly different (p= 0.248). No meaningful results 
mean levels of the MMP-9 enzyme, this does not 
mean there is no relationship between levels of 
the MMP-9 enzyme with metastatic breast cancer, 
but this study no doing analysis levels of Tissue 
Inhibitors of Metalloproteinase-1 (TIMP-1). 
TIMP-1 is a glycosylated protein and is mainly 
involved in the regulation of proMMP-9, capa-
ble of binding or slowing the activity of MMP-9 
enzyme.23,24 

Degradation ability of MMP-9 in the human 
body depends on the balance between the amount 
active of enzyme and TIMP-1 because the activity 
of MMP -9 fully can be inhibited by inhibitors 
TIMP-1.25,23 In general cell complexes would secrete 
MMP-9/TIMP-1, although MMP-9 is activated 
but TIMP-1 can bind covalently proMMP-9. No 
meaningful levels of MMP-9 enzyme between cases 
with controls this suspected inhibition activity of 
MMP-9 enzyme by TIMP-1 as a natural inhibitor, 
this requires further research to this prove.

MMP-9 enzyme serves to maintain the elastic-
ity of cells on ECM degradation processes and on 
several physiological functions such as; embryonic 
development, reproduction, tissue remodeling and 
leukocyte migration. Conditions polymorphism 
makes the enzyme more active, thus increas-
ing ECM degradation process and provide ease 
of migration or metastatic of cells for another 
tissue.9,10 Increased activity of MMP-9 enzyme 
would trigger synthesis of the Vascular Endothelial 
Growth Factor/Receptor (VEGF/VEGFR), which 
is proangiogenesis important factor in the process 
of angiogenesis. Angiogenesis is also synthesized 
when experiencing ischemic tissue tumor because 
of a large tumor size or tumor intra pressure 
increases. VEGF/VEGFR is needed for the growth 
of cancer cells in the new place.19,24 Progressive 
growth of cancer cells depend on angiogenesis. 
The ratio of the growth of new blood and cancer 
cells, also used as a prognostic factor, the ability of 
metastatic and indicator for aggressivity of cancer 
cell.26,27,28 Another factor is the influence on the 
process of protein synthesis because although the 
expression and activity increased but still there 
are other activities after the translation process in 
the synthesis protein.

C-1589T polymorphism (genotype-CT) was 
found to be higher in cases than in controls and 
increase the risk of cancer metastatic 60%. This 
polymorphism increase levels of MMP-9 enzyme 
with an odds ratio 1.61. G-1665A polymorphism 
(genotype-GA) was found to be higher in cases 
than in controls and increase the risk of cancer 

metastatic 61%. This polymorphism increase 
levels of MMP-9 enzyme with an odds ratio 1.86. 
Polymorphism with genotype-CT/GA found to be 
higher in cases than in controls and increase the 
risk of cancer metastatic 86%. This polymorphism 
increase levels of MMP-9 enzyme and as a risk 
factor of cancer metastatic with an odds ratio 8.62.

Difference of risk metastatic found in this study 
are related with type and number of alleles were 
found. Allele T (-1589T) and allele A (-1665A) has 
been higher for transcription activity compared 
with allele C and allele G, thereby increasing the 
translation and synthesis of proteins or levels 
of MMP-9 enzyme.28 Results of polymorphism 
found in this study can be used to predict person’s 
susceptibility to the occurrence or metastatic breast 
cancer, especially in Balinese Tribe.

Polymorphisms in a gene associated with the 
disease are not fully because of about 1% occur in 
the population, but this study has shown that poly-
morphisms were found to be related in the process 
metastatic of breast cancer. Increase number of 
polymorphisms were found in a gene specifically in 
the promoter region of a gene provide greater effect 
on metastatic. This is evidenced because found the 
highest risk of metastatic in polymorphism with 
two variants (genotype-CT/GA) compared with 
only one variant.

Enzyme levels were also found with the average 
highest levels of the polymorphism with two vari-
ants (genotype-CT/GA). Increased levels of the 
enzyme could be due to the increased activity of the 
enzyme. This leads to increased tissue degradation 
process or become faster and thus the process of 
invasion or metastatic of cancer cell more easily 
and quickly.12

Early detection of metastases is very important 
to be able to overcome this complication, although 
some studies and clinical trials for metastatic breast 
cancer has not been entirely successful, the iden-
tification of genes that are vulnerable may help in 
designing future therapies.

The discovery of genetic markers associated 
with the incidence of metastatic as polymorphism 
C-1589T and G-1665A can help identify patients 
who have a high risk for the occurrence of metasta-
ses early so that it can be overcome. Given the levels 
of the enzyme MMP-9 were high and genotype CT/
GA is a risk factor for metastatic, checks the levels 
of the enzyme MMP-9 and genotypes in patients 
diagnosed with cancer will be able to detect the risk 
of metastatic from the beginning so that metastatic 
can be anticipated.

Various studies of the MMP-9 gene polymor-
phism and its relation to the occurrence of meta-
static breast cancer remains an interesting topic to 
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be studied and researched. This is done because of 
genetic factors in particular C-1589T and G-1665A 
polymorphism on MMP-9 gene promoter has 
been shown to be associated with the occurrence 
of breast cancer metastatic. Thus the role of genetic 
factors in reducing the risk of metastatic, especially 
those that proved to be a risk factor can be early 
detected and well anticipated.

Three variants of polymorphisms were found in 
this study, polymorphism with genotype-CT/GA 
or the haplotype CT/GA increases MMP-9 enzyme 
levels are highest and are risk factors for breast 
cancer metastatic compared with genotype-CT 
and genotype-GA (OR = 8.615; 95% CI 0.99 to 
74.57: p = 0.027). Results of this study prove that 
the polymorphism analysis is very important to be 
done, especially in the promoter region of genes as 
associated with gene expression to transcription 
and translation in the process of protein synthesis 
and also to the activity of the enzyme.19,12

CONCLUSIONS

Polymorphism with genotype-CT, genotype-GA 
and genotype-CT/GA found 51% in breast cancer 
patients Balinese Tribe. Levels of MMP-9 enzyme 
found to be higher in cases than in controls but not 
significantly different. 

Polymorphism genotype-CT and genotype-GA 
increase levels of MMP-9 enzyme but is not as risk 
factor for cancer metastatic while polymorphism 
with genotype CT/GA increase levels of MMP-9 
enzyme and as a risk factor for breast cancer meta-
static Balinese Tribe.

REFERENCE
1.	 Anderson, W.F., Devesa, S.S. 2005. Breast Carcinoma in 

men. Cancer. Jan 1;103(2):432-433; author reply 433.
2.	 Howlader, N., Noone, A.M., Krapcho, M. 2010. 

Surveillance, Epidemiology, End Results (SEER) Cancer 
Statistics Review, 1975-2008. 

3.	 Helzlsouer, K..J., Visvanathan, K. 2004. Epidemiology 
and Population Science. In Abeloff M.D., Armitage J.O., 
Niederhuber J.E., Kastan M.B., McKenna W.G. Clinical 
Oncology. 3th Edition. Elseiver Chuchill Livingstone. 22. 
p.407-423.

4.	 Sudarsa, W. 2014. Ekspresi Protein Ki-67 dan VEGF 
yang Tinggi Sebagai Faktor Risiko Rendahnya Respon 
Kemoterapi Kombinasi Neoadjuvant pada Kanker 
Payudara Stadium III Usia Muda. Makalah Disertasi 
Program Pasca Sarjana UNUD.

5.	 Hukom, R.A., 2003. Risiko Kanker Payudara Ditinjau dari 
Segi Epidemiologi. Penatalaksanaan Kanker Payudara 
Terkini. (Tim Penanggulangan & Pelayanan Kanker 
Payudara Terpadu Paripurna R.S. Kanker Dharmais). 
Jakarta: Pustaka Populer Obor: 1-9

6.	 Naiara, G. Bediaga. 2010. DNA methylation epigenotipes 
in breast cancer molecular subtypes BIOMICs Research 
Group, Centro de Investigacion y Estudios Avanzados 
‘Lucio Lascaray’, University of the Basque Country UPV/
EHU, Miguel de Unamuno 3,1006, Vitoria-Gazteiz, Spain. 

7.	 Subarkah, A. 2008. Kanker Payudara. Diunduh dari: www.
klinikindonesia.com. Diakses 9 Agustus 2013.

8.	 Guangfu, J., Ruifen, M., Zhibin, H., Lin, X., Xinen, H., 
Yijiang, C., Tian, T., Qingyi, W., Palopo, B., Hongbing, S. 
2009.Putative Functional Polymorphisms of MMP-9 pre-
dict Suevival of NSCLC. Int.J. Cancer. 124: .2172-2178. 
Departement of epidemiology and Biostatistik, cancer 
Nanjing Medical University, Nanjing 210029, Cina.

9.	 Ayesegul, B., Hasan, V., Muzaver, M., Irfan, D., Fesan, M., 
Fusun., Gunes. 2009. The Assosiation of MMP-9 Enzyme 
activity, MMP-9 C-1562T Polymorphism, and MMP-2 
and -9 TIMP-1, -2, -3 and -4 Gene Expression in Lung 
Cancer. 

10.	 Bani, M.R., Giavazzi, R. 2000. Invassion and Metastatic. 
In Bronchud, M. Foote, M., Peters, W.P., Robinson, M.O., 
(editor). Priciples of Molecular Oncology. Humana Press. 
New Jersey. 12: 297 - 322.

11.	 Stebbing, J., Ngan, S. 2010. Breast cancer (metastatic). 
http://clinicalevidence.bmj.com. Accessed: January 3, 
2012.

12.	 Grieu, E., Lacopetta, L.B. 2005. Genetic polymor-
phisms in The MMP-2 and MMP-9 genes and Breast 
Cancer Phenotype. Departement of Radiation Oncology, 
Sir  Charles. Gairdner Hospital, Nedlands. PMID: 
15609121. PupMed-indexed for MEDLINE.

13.	 Przybylowska, K., Anita, K., Marek, Z., Tadeusz, K., 
Andrzej, K., Jan, R., Agneieszka, K., Zbigniew, M., Jozef, 
D., Janusz , B. 2006. Polymorphism Promoter Regio of 
MMP gene MMP-1 and MMP-9 in Breast Cancer. Breast 
Cancer Research and Treatment, Januari, vol 95 issue (1): 
65-72. Available from: www.springerlink.com

14.	 Janusz, K,. Rybakowski. 2009. Matrix Metaliproteinase-9 
(MMP-9)-A Mediating Enzyme in cadiovascular Diseases, 
Cancer and Neuropsychiatric Disorders. Departement 
of Cardiovarcular Psychiatry and Neurology, Poznan 
Universsity of Medical Sciences, ul. Szpitalna 27/33, 
60-572. Poznan Poland. Available from: www.hindawi.com 
/journals/cpn.

15.	 Madiyono, B., Moeslichan, S., Sastroasmoro, S., Ismael, S. 
2006. Dasar-dasar Metodologi Penelitian Klinis. Edisi ke-2. 
Jakarta. Editor Sagung Seto. Hal. 269.

16.	 Sastroasmoro, S dan Ismail, S. 2008. Dasar-dasar Penelitian 
Klinik. Jakarta: CV Sagung Seto. 302- 15.

17.	 Quantikine. 2014. Tools For Cell Biology Research R&D 
Systems Human MMP-9. For The quantitative deter-
mination of Human Active (82kDa) and Pro- (92 kDa) 
Matrix Metalloproteinase 9 (MMP-9) Concentration 
in Cell Culture, Supernatan, Saliva, Serum, Plasma and 
Saliva. 

18.	 Anonim, 2009. National Cancer Institute. Kanker Metastatic. 
(http://www.cancer.gov/cancertopics/understanding 
cancer/cancer/AllPages/Print).

19.	 Bethesda, M.D. 2011. National Cancer Institute; SEER 
data submission, posted to the SEER web site. Available 
from: http://seer.cancer.gov/csr/1975-2008/, based on 
November. 

20.	 Tamimi, R.M., Byrne, C., Colditz, G.A., Hankinson, S.E. 
2007. Endogenous hormone levels, mammographic 
density, and subsequent risk of breast cancer in postmeno-
pausal women. J Natl Cancer Inst. Aug 1 2007;99(15): 
1178-1187.

21.	 Purwanto, D.J. 2010. Deteksi Dini Kanker Payudara. 
OMNI HOSPITAL.

22.	 Wu, Z.S., Wu, Q., Yang, J.H. 2008. Prognostic Significance 
Of MMP-9 And TIMP-1 serum And Tissue Expression In 
Breast Cancer. IJC. 122: 2050-2056.

23.	 Heidinger, M., Kolb, H., Krell, H.W., Jochum, M., Ries, C.  
2009. Modulation of autocrine TNF-alpha-stimulated 
matrix metalloproteinase 9 (MMP-9) expression by 
mitogen-activated protein kinases in THP-1 mono-
cytic cells. Division of Clinical Chemistry and Clinical 
Biochemistry, Surgical Department of the Ludwig-
Maximilians-University, D-80336. Munich, Germany. 

24.	 Groblewska, M., Siewko M., Mroczko B., Szmitkowski, M.  
2012. “The role of matrix metalloproteinases (MMPs) 

http://discoversys.ca/
http://www.cancer.gov/cancertopics/understandingcancer/cancer/AllPages/Print
http://www.cancer.gov/cancertopics/understandingcancer/cancer/AllPages/Print
http://www.klinikindonesia.com
http://www.klinikindonesia.com
http://clinicalevidence.bmj.com
http://www.springerlink.com
www.hindawi.com /journals/cpn.
http://seer.cancer.gov/csr/1975-2008
www.hindawi.com /journals/cpn.
http://dx.doi.org/10.15562/bmj.v5i1.252


76 Published by DiscoverSys | Bali Med J 2016; 5 (1): 71-76 | doi: 10.15562/bmj.v5i1.252

ORGINAL ARTICLE

and their inhibitors (TIMPs) in the development of 
esophageal cancer.”. Folia Histochem Cytobiol 50: 12–19. 
PMID 22532131.

25.	 Graf, J., Giase, B., Salguen, R. 2007. Latent MMP-9 
is bound to TIMP-1 before secretion. J Biol canc. 12; 
112-123

26.	 Lyden, D., Welch, R.D., Psaila, B. 2011. Cancer Metastatic. 
Biologic Basic and Therapeutics. First edition. Introduction 
by Isailah J. Fidler, Harold Moses, and Nancy E. Davidson. 
Cambridge University Press.p.425-439. 

27.	 Ferry, A.I.M., Elsen., Jaap, V. 2004. Principle and Examples 
of systemic Molecular Targeted Therapies. In Cavalli F., 

Hansen H.h., Kaye S.B.: Textbook of Medical Oncology. 3th 
Edition. Taylor & Francis London. p.51-62. 

28.	 Rundhaug, J.E. 2003. Matrix metalloproteinases angiogen-
esis and cancer. Clin. Cancer Res. (9): 551-554.

This work is licensed under a Creative Commons Attribution

http://discoversys.ca/
http://dx.doi.org/10.15562/bmj.v5i1.252



